The DNA probes met and pJ3
INTRODUCTION
Chromosomal localisation of DNA probes linked to the locus of the mutation causing cystic fibrosis (C_F) has mapped this gene defect to 7q22-7q31.1 (1) (2) (3) (4) (5) .
The DNA markers pJ3. unrelated to previously described transforming genes (7) . In this paper we report that mitotlc chromosomes derived from the MNNG-HOS cell line can confer the transformed phenotype on recipient N1H 3T3 cells. The close linkage of met and C_F is a fortunate coincidence which provides a dominant selectable marker close to the locus of the most common autosomal recessive disease in the greater part of Europe and America (8).
Several groups have been able to demonstrate transfer of syntenlc markers by CMGT using a variety of selection protocols, often relying upon metabolic selection with nucleotide analogues (9) (10) (11) (12) . Chromosome mediated gene transfer of regions of human chromosome lip with H-ras-1 as the selectable marker has recently been described (13) . Potential problems with this approach include possible rearrangement of transferred sequences, transfer of non-syntenic DNA and creation of transgenomes too small to contain sequences of interest neighbouring the selectable marker. We have attempted to a8seas the degree to which these phenomena have affected our transfectants using cloned repeat sequences, and single copy sequences regionally localised to human chromosome seven. DNA probes for several markers previously mapped to chromosome seven or isolated from a chromosome seven-specific library were analysed for their presence in the transfectants.
Of particular interest were those cell lines containing met and pJ3.ll, both closely linked to C_F. The other markers were examined with the aim of localising further probes to the vicinity of CF. The presence or absence of markers in the hybrids allowed us to infer the physical order of the loci, and in conjunction with the available genetic data determine which transgenomes are likely to contain CF .
MATERIALS AND METHODS

Cells and Culture Conditions
MNNG-HOS is a derivative of a human osteosarcoma cell line UOS that has been transformed in vitro with N-methy1-N'nitro-Nnitroso guanidine (16 dexumethasone. Subsequently the medium was changed every three days and the cultures examined for the appearance of foci after 10-21 days. Positive control transfections using high molecular weight DNA from MNNG-HOS and negative controls using Nlri 3T3 DNA were set up at the same time. The method for DMCT has been described previously (16) . DNA was precipitated at 20ug/ml and applied to the cells in the same manner as given for the chromosomes. The correlation between transgenome size and presence (+) or absence (-) of chromosome seven markers is shown above (see qter--pB79a--met--pJj.ll--pJu4b/pJu28/pB78--cen me t i s known to be activated by a segment of UNA from chromosome one inserted at the 5' end of the gene (29 
